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Figure 1. Schematic representation of Agrobacterium tumefaciens-mediated transfer of a T-

DNA into the genomic DNA of a plant cell.
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FAO/WHO 2001 Decision Tree

Assessment of the Allergenic Potential
of of Foods Derived From Biotechnology

FAO/WHO 2001
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I N THRLIDENTITYP REN
b allergenic protein
1

PURBSIDENTITY AMKS.. |
transgenic protein !
= nce )

current
approach

comparison
Nterature

present
study

I9E bind ing to selected
Peptide

0

H

clinlcal testing of transgenic
proteln

Trans genlc protelns (n=33)

|

L

Showlng dentitles of at least six
contlguous amino aclds with
allergenlc protelns (re22)

Showing no ldentitles of at least sh
contiguous amino aclds with
allergenke proteins (n=11)

|

|

ACC deaminase, ALS (2x), Bla, BXM,
CMV CP, CP4 EPSPS, CrylAb,
CrylAc, CryiFa, Cry2Ab, Cry3Aa,
CrydBh, CrydCa, GOX, NOS, PLRV
ORFi, PLRV ORFZa, PRV CP, UldA,
WMV CP, ZYMV CP

¥

83 ldenth les with allergens
Including 51 dentitles with allergens
listed by WHO / ILIS

AAD, Bamase, Barstar, DAM,
Lauroy ACP TE, NPT I, PAT (2x),
PLRV ORF2b, PVY CP, 5AMase
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Table 5: Identical sequences betw een transgenic- and allergenic proteins of special interest

Tramsgenic proted (1) Identical paptide

Allergens (21

Remark

Insecticidal protein CrylAc (Badt  GMAAPQ GSTGITI
Jus thuringiansis kurstaki HD-73)

Paparya Ringspot Virus coat protein  EKGKEK

Acetohotte synthase (GH50
rurant, Arabidopsis thadiana )

KVLEMR 3}

Glyphosate midoreductase idchre  LAEEAD
mobacter LBAA)

Cedar pollen allergens Cupa |, Jun
al,Jun o |, Juniperus vinginiana |-
|, and Juniperus virginiana 1-2
Mamatods allergen ABA- {Ascaris
suum, A lumbricoides)

Shrirmp allergen Mat & | Lobster
allargens Homa | and Pans |
Crab allergen Cha f |

Shrirmp allergen Mat & | Lobster
allargans Homa | and Pans |
Craballergan Cha f | Fish parasite
allergen Anis 3

Two sequences shared with same
allergens, potential crosslinking of
IgE if bound by both saquances
Saquence predicted to be antigenic
determinant of allergenic protein
(Figura 4

KWLEMR, is part of | 5-mer pap-
tides that are recognised by sera
from allergic patients [2829]
LAEEAD is part of %-mer peptide
from the shrimp troporry osin
allergen Pen i | that is bound by
sera from shrimp allergi patients
[2627] (4)

(1) Accessions: Cry |Ac g 1| 7547: PRV CP: gi593497: ALS: gil 24372 GOX: gil 252836 (2) Accessions: Cup a |1 gil 9063497, gi%087 167, g 561326
Juna |: %087 152, 54130877, gi4] 3887 %: Jun o |: gil 513984%; Juniperus virginiana major pollen allergens |-1 and 1-2 gi8343917, gi8843921; A BA-
|: gi735 108, 2735110, 27351 |2, gi27351 |4, gi27351 16, g2735 1 18, 2970629, g7494507; Mat @ |: gi607833, 60?4504 Homa |: gil 4285796
Pans |: g30807 6, gil 4285797; Cha f |: giT024506, gil 4285800; Ani 5 3: gil 4423576 (3) Sequence KVLENR immediately flanks the highest peak in
the antigenicity plot of acetolctate synthase. This peak is located batwean the arginine residy (KVLEM R) and the adjacent C-terminal residua (4)

Sequence LAEEAD is also part of two | 5-mer pepeides from the shrimp al kergen Pen a | tested for sera binding One peptide is bound by sara from

allergic individuals, w hereas the other peptide is not [28].
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